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Excision / Transposition : A gt# + #& = (transposition) “u4E¢ - P24 3
BEAI L AR MR 2 B AT MR o PR R -
Frenfl s excision » @ i FAm & e AL transposition -

Promoter trapping @ fit8 -+ ¢ 8 - & & promoter =dF ¥ A F)(reporter
gene) » 4% BB ;a&‘-‘“'J promoter ¢hté G ¥ L FEAFIEIRL D K
;I*u rF5 3 promoter o

Gene tagging : 4o prEEF SR AFHE ~ - LA TP B g A TR A
Fod Rtk B g7 e It 2 mutant 45 A F] o

Enhancer trapping : B8+ ¢ 5 7 5 &35 promoter - i 37 3 2L 7]

(reporter gene) » 4o % BB i 43 B B| enhancer it i T L g 4R A T 4
Bk s i};—a 145 3] enhancer o

ESTs (expressed sequence tag sequencing) : #-% fA{E 4 T mRNA 3 1) >
o cDNA z_ {8 » @ 3)3F 5 £ B DNA # £ » ¥ 12 iF 3 transposon insertion
2_{s > # 1l enflanking sequence ¥+ #* o ¥ Zrig transposon insertion i ¥

A H BT g o

Forward genetics : & ;)™ £ » LF 5 mutant 2. {8 » A&7 8 a4 3735 1)
s Rk e F] o

Reverse genetics : £ 4]* T-DNA # transposon #& » {& 4~ 5sgenome » > £
F1* inverse PCR :# ! flanking sequence » & & 2. {5 v ¥ ¢ frenR 7| FHLE >
@ ¥ 1 {7 3] gene % # function -

Targeted tagging : = 4 = % - Mk » @ #4 {7 gene tagging 11 i o

Non-targeted tagging : #4f 5% — Mk » @ #4 {7 gene tagging =11 i o

Stable transposition events : & ¥ s transposition » iy transposon % ¢ £ #*
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Germinal transposition : transposon % 'w? ? Begr > A 4 B e g ¢ i#
B3]t ofl & Germinal transposition -

Somatic transposition : & % ¥ & shiiiw - L8 @ e ¢ pHE AL somatic
transposition -

Excision / Transposition rate : &7 = 7 e 4= » > transposon yrEE st &) o

Non-invasive reporter gene : 35 reporter gene # ¢ # 3w ch ¥ A s
iR S A AR N i};? 2 F2UEE o

Inverse PCR: % 7 & 3 ! transposon #& » = % % if eh sequence » #7141 & *
“h 3% (h PCR ) % 18 eh sequence -
Chimeric plants: 3 7 & 3 &) chimer /i * >3 % % "4 357 A 8 £ & A gfjF
P EZ B OB F ARG F R M8 o Chimeric plants * 2 % 7 8 4
TOR ¢ » FREAEES G - NP EFF LR F 5 T-DNA (T3230As 2
dmve I KA 2 F ) Flpt 2 e k£~ & Chimeric plant (4% T-DNA & 3
B R BAEGR G ) o Chimeric » 7 % 2% g+ 2 Wtk D Hafdd
PREF (es) BEeFprr ching 2 ko Ft e ket it e+ a3 B3R
- g;é_&;rq;q» i >+ & - 48 Chimeric plant -

Linked position : B+ 736 » chiz % » HREF AR OEE Ak - 5%
¢ 48+ > f % linked transposition -

Unlinked position : 4p #¥f>*t linked transposition - Unlinked position 7 B*#& &+ B
FIZE R AL d R o

Early transposition : A4 & £ & £ & 402 2 8 §_callus hpF iz » B+ e
BACEPE o 4ot € A4 2R A IS S ;’K%,Lmutant e e o

Late transposition @ ffede & S fEHR2 {5 > BB 4 BAnBE > § 5 5 304
®F & PR = mutant



